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Protease \/ Reverse Transcriptase
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VWWTAHI EGQPVEVLLDTGADDSI VAG ELGLQYTPKVWGE GGFI NTKEFKNVNI EVLGKKI KGTI MTGDTPI NI FGRNLL TAL GVSL NFPVAKVEPVKVTLKPGKDGPKI KQWPL SKEKI EALKEI CEKMVEK
DTGADDTVI Q@ ELTGKVKPQVI GA GGCl HVKQYFNCRI QF AGKVTHASVLVGPTPVNI | GRNVL CKL GATLNFPVSKVEPVKVTLKPGVDGPKI KQAPLSKEKI AALTEI MEEEGQ
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EGQLERAPPTNPYNTPTFAI RKKDKSKWRMLI DFRELNKATQDFTEVQLG PHPAGLKEVEQ TVLDI GDAYFSVPLDPEFRQYTAFTI PSVNNQEPGKRY! YKVL PQGAKGSPAVFQETMRQVL EPFRKANS
EGQLEEASPTNPYNTPTFAI KKKDKNKWRMLI DFRELNKVTQEFTEVQLG PHPAGWPEKRRI TVI DVGDAYFSVPLDPDFRQYTAFTLPSI NNAEPGKRYI YKVL PQGAKGSPAI FQYSMRKVL DPFRRANN
EGQLEEAPPTNPYNTPTFAI KKKDKSKWRMLI DFRELNKVTQDFTEVQL GVPHPAGLAKRRRI TVLDVGDAYFSI PLDKEFRQYTTFTLPSVNNREPGKRY!I YKVLPQGAKGSPAI FQYTMRNI LEPFRKANS
DGQLEEAPPTNPYNTPTFAI Kk k Dk NKWRLI DFREL NkVTQDFTEV(l G PHPaGLAKRKRI TVL DI\/ GDAYFSI PLDEEFRQYTAFTLPSVNNAEPGKRYI YKVLPQGWKGSPAI Fqy TanVL EPFRKANP

DGQLEEAPPTNPYNTPTFAI KKKDKNKWRMLI DFRELNKVTQDFTEI QLG PHPAGLAKRRRI TVLDVGDAYFSI PLDEGFRQYTAFTLPSVNNAEPGKRY! YKVL PQGAKGSPAI FQYTIVRNI LEPFRRANP
I SRI GPENPYNTPVFCI KKKDGTKWRKL VDFRQLNKATQDFFEVQLG PHPGGELQSCEQ TVLDVGDAYFSCPLDPDFRKYTAFTI PSVNNQGPG RYQYNVL PQGAKGSPAI FQATADKI LKPFREKNPDVI
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DVTLI QYMDDI LI ASDRTDL EHDKVVL QLKEL L NDL GFL TPEEKFQKDPPYHWVGYELWPTKWKL QKI EL PQREDWI'VNDI QKLVGVLNWAAQ YPGE KTKHLCRLI RGKKTLTEEVQATEMAEAEYEENKI |
DVLLI QYNMDDLLI GSNRSMIEHDRMWQLKDMLNNL GFSTPEDKFQREPPLKWVGYL L YPKKVWKL QKI ELPEKERWTVNDI QKLVG LNWAAQVYPG KTKNLCKLI RGKMTL TEEVQATEL SEAELAENKI |
DVTI | QYVDDI LVASDRSDL EHDKVVSQLKEL L NDMGFSTPEEKFQKDPPFQAMGYEL WPKKVKL QKI QF PEREVWIVNDI QKLVGVLNWAAQLFPG KTRHI CRLI KGKMTL TEEVQATELAEAEMQENKI |
DVTLvQYMDDI Li ASDRTdLEHI]?\NLQ KELLNs| GFSt PEEKFQKDPPFQAVGYELWPTKVKL QKI ELPQr ETWIVNAI QKLVGVLNWAAQ YPG KTKHLCRLI RGKMTLTEEVQATEMAEAEYEENKI |

DVTLI QYNDDI LI ASDRTDLEHDRVVL QLKEL LNNL GFSTPEEKFQKDPPFQUW/GYELWPTKWKL QKI EL PQRDVWIVNDI QKLVGVLNWAAQ YPG KTKHLCKLI RGKMAL TEEVQATEMAEAEYAENKI |
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Reverse Transcriptase \/ Rnase H

LsQeQEGNYYQEEKeL EATvqKAQINQW YKi HQueki LKvgK?yAKi KnTHTNgvr LLAGVWQKI GKEALVI WGRi Pk FHLPVERet VEQWADN YWQVTW PdWDFv STPPLVRLaFNLVgdPi pGaETFYT
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L SQEQEGCYYQESKPL EATVVKDQDNQWEYKI HQEDKI LKVGKY. AKI KNTHTNGVRLLAHVWQKI GKEAI VI WGRVPKSHL PI ERDVAEQANSDYWQVTW PEVDFVSTPPLVRLVFNLVKEPLEKTETFYV
L SQGQREGRYYREEENL EATVLKNQDNOWSYKI HQGDRI LKVGKF. PQI KNTHTNGVRLLASWQK
L GQREQEGSYYKEGVPLEATVQKNLANQWTYKI HQGNKVLKVGKY. AKVKNTHTNGVRI LAHVVQK. . . o e et e e e

| SQEqEGCYYQEgKPI EAt VI Ks QDNQWSYKI HQEDKi LKVGK. FAKi KNTHTNGVr LLAHVI QKI GKEAI vI W VPK FHL PVE?dv WEQANT DYWQVTW PeWdFi STPPLVRLVFNLVKAPI qGeETy Yv
---------------------- e e

L SQEQEGQYYREDKPL EATVWKDQDNQWEYKI HQEDKI LKVGK. FAKI KNTHTNGVRLLAHVI QKI GKEAI VI WEQI PKFHL PVEREVWEQWAADYWQVTW PEWDFVSTPPLVRLVFNLVKEPLEGTETFYV

Rnase H \/ Integrase

HIV-2/SIV
Amino Acids
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HIV-2/SIV
Amino Acids
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C L 22POL BT XLG | AGQPTETESPLVNRI | EELI RKEAVYl SWPAHKGL GGNQEVDHLVSQG RQVLFLEKI EPAQEEHERF
D_FO784 DGSCHRQSKEGKAGYVT DRDREKTKAL QQT TNQQAEL EAFLLALQDSGPKANI | VDSQY??G VAGQPTESESKLVNQ | EEM KKEAI YI AWPAHK? 1 GGNQEVDHLVSQG RQVLFLEKI EPAQEDHEKY
AB_7312A XM3E VAGQPTETESPI VNKI | EEM KKEAI YVGAWPAHKGL GGNQEVDHLVSQGE RQVLFLEKI EPAQEEHEKY

cszgu’\sﬂl\zmr\liﬁ_SD DgSCnk QSk EGKAGYi TDRGKdKv Kv LEQTTNQQAEL EAFI rrAL_:il_DSGDKa NI | VDSQYWMS! i t GePTESESRLVNQ | ge M Kngl YVAW/PAHKg! GgNQEv DHLVSQyl RQVLFLeKI EPAQEEHT} KY
SD_MVR51
SD_MVB2H
SD_MVR39
SD_MVIL42

SD_MNE

SD_SMVH4
SD_SMVHO
SD_SMVPBJ14. 441
SD_SMVPBJ14. 15
SD_SMVPBJ6. 6
SD_SMVWF

SD_SMMLI B1
STM _STM DGSCNRQSKEGKAGY! TDRGKNKVKAL EQT TNQQAEL EAFAMAL ADSGPKANI VWDSQYVMAE | TGQPTESESKLVNQ | EEM KKEAI YWVAW/PAHKG GGNQEVDHLVSQG RQVLFLEKI EPAQEEHEKY
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SD_SWWLI B1
STM STM

HsnvKELsHKFgi PgLVARQ VNt Cagc QKGEAI HGQVnAel Gt WOVDC THLeGKi | | vAVHVASGEI EAeVIl PQes gRQTALFLLKLASRWPI THLHTDnGaNFTSQEVKMWAWN G EQs FGVPYNPQSQ
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HINVKELVHKFG paLVAKQl VNSCDKOQQKGEAYHGQNagL GTVIVDCTHLEGKY | VAVHVASGEI EAEVI PQETGRQTALFLLKLASRVPI THLATONGANFTSGAVKIWAWN G EqTFGVPYNPASQ
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HSNAKEL THKFG PNLVAKQ VNTCHVCQOKGEAI HGQVNADL GTWQVDCTHLEGKVI | VAVHVASGFI EAEVI PQETGRQTALFLLKLAARWPI THL HT DNGANFTSQEVKMWAWNGVEHTFGVPYNPQSQ
HSNI KELVFKFGLPKLVARQ | DTCDKCHRKGEAI HGQVNAEL GTWQVDCTHL EGKV? | VAVHVASGFI ? AEVI PQETGRQTALFLLKLASRWPI THL HTDNGANFTSQEVKMWAWNWG EQTFGVPYNPQSQ
HGNVKELVHKFG PQLVAKQ VNSCDKCQOKGEAVHGQVNAEL GTWOVDCTHLEGKVI | VAVHVASGFI EAEVI PQETGRQTALFLLKLASRWPI THL HT DNGANFTSQDVKWAWNG EQTFGVPYNPQSQ

HSNVKELVFKFG PRLVAKQ VDT CDKCHQKGEAI HGQVNAEL GTWQVDCTHLEGKI | | VAVHVASGFI EAEVI PQETGRQTAL FLLKLASRWPVTHL HT DNGANFTSQEVKMWAWMNG EQTFGYPYNPQSQ
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SD_SMVPBJ14. 15
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SD_SMVMWF

SD_SWWLI B1
STM STM

HIV-2/SIV
Amino Acids
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GVWEAMNHHLKNQ DRI REQANTMETI VLX
GVVEAWMNHHLKNQI DKI RDQANSVETI VLX
GVWEAMNHHLKNQ DRI RDQAVSI ETWLX
gVVEAWNHHLKNQ DRI REQANS;’/et I VLMAV I—kérTNFKH?GB;rGZ)I\/IT PAERLl?NM TTEQEI QFQURSKNSKFKNFRVYYREGRDQLWKGPGEL LWKGEGAVI LKVGTdI KVWPRRKAKI | KDYWEIMDSSS

GVWEAMNHHLKTQ DRI RDQANTVETVVL MAVHCVNFKKRGGL GDMIPAERLVNM TTEQEI QFQQSKNSKFKNFRVYYRECGRDQLVKGPGEL LVWKGEGAVI VKVGT DI KVWPRRKAKI | KDYGGGKEVDSGS
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I ntegrase \
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